Development of a high throughput method for O-glycosylation analysis
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Conclusions and Future Perspectives
Figure 2. BSM MALDI-TOF-MS O-glycome spectra. Major glycan peaks are annotated and represent compositions. The results shown on this poster prove that rapid, accurate, sensitive and reproducible O-glycan data can be generated
(SKOBﬁg)ZLgK.-cs::?g TI\‘/'IV S;et;:;tﬁt:f d'rr;jir;:l(tlzgsﬁ)”'; Egi‘pa;r?s%:;Z;éeheonu;?guhs'tr;gr:u'\ghppolff ?;”;5?;2:&:'?5 from a large range of starting material, and that our method is suitable for high throughput studies. The actual glycan
) orocedure is shown. workflow is optimized for O-glycosylation analysis of purified glycoproteins. We aim to further validate our method
to enable its use as a technique for the high throughput analysis of colorectal cancer samples.
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